
 In July 2000, the Protein Data Bank Japan (PDBj, https://pdbj.org/) at the 

Institute for Protein Research (IPR), Osaka University, started. Since then, 
PDBj has accepted new structures of biological macromolecules from 
researchers mainly in Asia and Middle East regions, and processed them 
for the common PDB database that has high qualities. Since then, the PDBj 
has become the leading data center of this region, as one of the four 
members of the wwPDB (worldwide PDB, https://wwpdb.org/) : the 
RCSB-PDB and the BMRB (BioMagResBank) in USA, and the PDBe-EBI in 
the EU. The head of the PDBj changed in April 2017 from Prof. Haruki 
Nakamura of IPR, Osaka University, to Prof. Genji Kurisu of the same 
institute. 

 The PDBj has also developed several characteristic web services and 
provided them freely to structural biologists and bioinformatics researchers 
around the world. 

 In addition, PDBj-BMRB group was founded in PDBj at the early days so 
as to process and edit chemical shifts information in collaboration with the 
BMRB. The structural data taken from the recent cryo-EM (Electron 
Microscopy) technique have also been accepted and processed. These 
activities of the PDBj are now supported by JST-NBDC (Japan Science 
and Technology Agency - National Bioscience Database Center, 
http://biosciencedbc.jp/), and Osaka University.

 The wwPDB registers more than 10,000 structures of biological 
macromolecules such as proteins and nucleic acids every year, and has 
determined a total of over 136,000 structures in the world as of December 
2017. So far, PDBj has processed about 22 % of total entries in 
collaboration with other wwPDB members. The members gather 
frequently to discuss current issues and future progress of the wwPDB. 

PDBj operates at the Institute for Protein Research, Osaka University
                    with the support of Japan Science and Technology Agency.



 The 24th Congress and General Assembly of the International 
Union of Crystallography (IUCr 2017) was held in Hyderabad, 
India, from 21st to 28th August, 2017. 
 In the congress, we discussed the educational use of database 
in the symposium titled "Structural databases as teaching tools - 
Part A macromolecules". Researchers involved in databases 
management such as Jaime Pr i lusky of  Proteopedia,  
Shuchismita Dutta of RCSB PDB, and Sameer Velankar of 
PDBe gave presentations about their services and activities. 
From PDBj, Hirofumi Suzuki gave the presentation titled "Play 
with 3D structure data of biomolecules", which was about 
PDBj’ s educational contents on the Web and outreach 
activities such as our booth exhibition in Science Agora, an 

annual scientific event held in Tokyo, Japan. 
 We, wwPDB, also exhibited a booth to discuss and explain 
wwPDB deposition system and foundation organization directly 
with attendees. 
 In the conference, a number of keynote lectures and 
microsymposia about cryo-EM structural  b io logy and 
methodology symbolized drastic growing of structural biology 
using cryo-EM.

From left: Matthew Conroy (PDBe), Hirofumi Suzuki (PDBj), Chun-Jung 
Chen (NSRRC), and Atsushi Nakagawa (PDBj)

New extensions in the PDBj Mine 



 1. Enriched model files (V5.0) conforming to OneDep data standards now available 
     in the PDB FTP archive  [July 2017]

Depositors are asked to input SASBDB accession ID or deposit data to SASBDB through OneDep system for their SAXS/SANS 
data. Some limited data such as status of the session, OneDep ID and publication information are shared with SASBDB.

2. OneDep provides a new option to deposit small angle scattering data in SASBDB released
                   [July 2017 ]

3. Implementation of PDB entry versioning and better revision history 
    to improve PDB archive management [October 2017]

 4. Five Easy Steps to PDB deposition with OneDep brochure

A new brochure that outlines the 5 Easy 
Steps to PDB Deposition with OneDep is 
available for download at wwPDB site.
PDBj provides its translations in Japanese, 
Chinese and Korean for download at 
https://pdbj.org/info/data-deposition. 

At present, revised atomic coordinates for an existing released PDB entry are assigned a new accession code, and the prior entry 
is obsoleted. wwPDB has introduced a versioning system to enable depositor-initiated or wwPDB-initiated updates to previously 
released PDB entries while retaining the same PDB accession code.
In October 2017, wwPDB released the new versioned FTP archive at ftp://ftp-versioned.pdbj.org/ for structural model files in 
PDBx/mmCIF and PDBML formats as the first stage.　File names in the versioned FTP archive will conform to a new naming 
scheme. For example, the first initial release of PDB entry 1abc would have the following form under the new file-naming scheme: 
pdb_00001abc_xyz_v1-0.cif.gz where pdb_00001abc is new PDB accession code for entry 1abc; xyz stands for coordinate 
content; cif indicates the file format.
Please refer to the past wwPDB news for more information. 
In the 2018 phase of the project, wwPDB will enable depositor-initiated updates of coordinates.

The model files in the PDB FTP archive have been updated to V5.0 of the PDBx/mmCIF dictionary. All V5.0 PDB model 
files have better organized content and conform to the revised data model used within the wwPDB OneDep System. Both 
PDBx/mmCIF and XML formats have been updated. Legacy PDB format files may not contain all of the remediated 
information. 

Changes in OneDep system and PDB Archive
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